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Identification of drought stress-responsive microproteins in safflower

Abstract

Safflower (Carthamus tinctorius) is a moderate multi-purpose oilseed product with high tolerance
to environmental stresses such as drought and salinity, which is of high value due to its high-
quality oil (linoleic and oleic acid) and food coloring. Recent research in plants has shown that
microproteins can play a role in adapting plants to environmental conditions. One of the important
stress conditions is drought stress, which is of great importance in safflower plant, but the role of
microproteins in response to drought stress in this plant has not been investigated yet. This research
was conducted in order to study the key role of microproteins in the regulation of gene expression
under drought stress conditions. Real-time PCR (full irrigation and drought stress conditions) was
used to investigate the expression of Candida genes. Based on the MipFinder algorithm, 52
potential microproteins were identified along with their corresponding target proteins. Analysis of
relative gene expression showed that 5 microproteins had a significant change in relative
expression under drought stress conditions. The results of this study will contribute to our
understanding of how to respond to drought stress in safflower with the help of microproteins.

Key words: microprotein, drought stress, safflower



