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ABSTRACT 

The accurate quantification of pharmaceuticals in human plasma is critical for pharmacokinetic and 

bioequivalence studies. This study presents the development and validation of an analytical method 

using Reverse Phase High Performance Liquid Chromatography coupled with Mass Spectrometry 

(RP-HPLC–MS/MS) for the simultaneous determination of Esomeprazole (ESOM) and Pantoprazole 

(PAN) in plasma. The method employs a quadrupole MS/MS system with electrospray ionization in 

positive mode to achieve highly sensitive and selective detection. Calibration curves were constructed 

over a concentration range of 0.5 to 2000 ppb for ESOM and PAN, with internal standard (IS) 

validation for improved accuracy. The method underwent thorough validation following ICH M10 

guidelines, including specificity, linearity, accuracy, precision, and matrix effects. The results showed 

no significant interference from matrix components, confirming high specificity for both drugs. 

Precision and accuracy were consistently within acceptable limits, with %RSD values below 15% 

across all quality control levels. The lower limit of quantification (LLOQ) was determined to be 500 

ppt for ESOM, ensuring the method's sensitivity for trace-level detection. Stability tests demonstrated 

that the analytes remained stable in plasma samples under various storage conditions. The method 

was successfully applied to clinical samples, providing reliable pharmacokinetic data. This RP-

HPLC–MS/MS method is robust, precise, and sensitive, making it suitable for routine therapeutic 

drug monitoring and pharmacokinetic profiling of Esomeprazole and Pantoprazole in plasma. 
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1. INTRODUCTION 

  

The accurate and efficient quantification of pharmaceuticals in biological samples, such as human 

plasma, is vital for understanding their pharmacokinetics and for ensuring the safety and efficacy of 

therapeutic drugs. Specifically, proton pump inhibitors (PPIs) like Esomeprazole (ESOM) and Pantoprazole 

(PAN) are widely prescribed for the treatment of acid-related gastrointestinal disorders, such as 

gastroesophageal reflux disease (GERD) and peptic ulcers. Despite their widespread use, monitoring their 

plasma concentrations remains a critical issue in optimizing drug therapy. Inaccurate measurement of PPIs 

can lead to suboptimal treatment outcomes, adverse effects, and complications due to either drug toxicity or 

insufficient therapeutic efficacy (Liu et al., 2021). Hence, reliable and sensitive analytical methods are 

required for their quantification, particularly when used in clinical pharmacokinetic studies. 

Previous approaches to the quantification of PPIs primarily involve chromatographic methods such as 

High Performance Liquid Chromatography (HPLC) coupled with various detection techniques, including 

ultraviolet (UV) detection and mass spectrometry (MS). While HPLC-UV has been widely used, its sensitivity 

and specificity for low concentrations of PPIs are often insufficient, leading to unreliable results, especially in 

pharmacokinetic studies (Zhou et al., 2022). On the other hand, LC-MS/MS, specifically with the use of 

electrospray ionization (ESI), has emerged as a more sensitive and accurate alternative for drug 
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quantification, owing to its high specificity, low detection limits, and minimal interference from the biological 

matrix (Wu et al., 2020). 

However, despite the advancements in LC-MS/MS technology, a gap remains in the validation and 

optimization of this method for the concurrent quantification of ESOM and PAN in human plasma. Current 

studies have primarily focused on individual drug quantification or have not sufficiently validated their 

methods across a wide dynamic range of drug concentrations. Additionally, challenges related to matrix 

effects, precision, and accuracy in biological samples continue to persist (Gong et al., 2021). 

The objective of this study is to develop and validate a reliable and efficient RP-HPLC–MS/MS method 

for the simultaneous quantification of Esomeprazole and Pantoprazole in human plasma. The specific 

objectives are to evaluate the method’s sensitivity, precision, accuracy, specificity, and linearity according to 

the International Council for Harmonisation (ICH) M10 guidelines. Moreover, this study aims to address the 

limitations of existing methods by optimizing the analytical conditions, reducing matrix interference, and 

extending the quantification range for clinical pharmacokinetic studies. 

The significance of this research is both theoretical and practical. From a theoretical perspective, this 

study will provide new insights into the analytical performance of LC-MS/MS in the context of complex 

biological matrices. Practically, it will enhance drug monitoring in clinical settings, ensuring that accurate 

pharmacokinetic data is available to optimize therapeutic regimens for patients undergoing PPI treatment. 

This research also contributes to the broader field of drug analysis by presenting a validated method for two 

widely used PPIs, offering a framework for future studies involving other pharmacologically active 

compounds. 

LC-MS/MS is a powerful tool for drug quantification, challenges related to method validation, 

sensitivity, and matrix effects remain significant barriers. This research aims to address these issues by 

developing a robust and reliable analytical method for the concurrent quantification of Esomeprazole and 

Pantoprazole in plasma, ensuring improved drug monitoring and better therapeutic outcomes in clinical 

pharmacokinetics. 

 

 

 

Methodology 

 

This study focuses on the development, optimization, and validation of a high-throughput and sensitive 

Reverse Phase High Performance Liquid Chromatography–Mass Spectrometry (RP-HPLC–MS/MS) method 

for the simultaneous quantification of Esomeprazole (ESOM) and Pantoprazole (PAN) in human plasma. The 

method was designed to minimize matrix interference, enhance sensitivity, and ensure reproducibility across 

a wide range of drug concentrations. The methodology was validated following International Council for 

Harmonisation (ICH) M10 guidelines, which include specificity, linearity, precision, accuracy, and sensitivity 

evaluation. 

Reagents and Consumables 

Table 1 provides a list of the reagents, consumables, and their respective suppliers used in the study: 

 

Reagent/Consumable Supplier Purity/Grade Use 

Esomeprazole 

(ESOM) 

[Supplier 

Name] 

Pharmaceutical 

Grade 

Analyte for 

quantification 

Pantoprazole (PAN) [Supplier 

Name] 

Pharmaceutical 

Grade 

Internal Standard 

(IS) 

Methanol Sigma-

Aldrich 

HPLC Grade Mobile phase solvent 

and sample preparation 

Acetonitrile Sigma-

Aldrich 

HPLC Grade Mobile phase solvent 

and sample preparation 

Formic Acid Sigma-

Aldrich 

HPLC Grade Mobile phase 

acidifying agent 

Ultrapure Water Millipore - Solvent and washing 

solution 
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Blank Human Plasma [Supplier 

Name] 

- Biological matrix for 

analysis and sample prep 

C18 Solid-Phase 

Extraction (SPE) Columns 

[Supplier 

Name] 

- Sample extraction 

and cleanup 

 

Instrumentation 

The analytical method was developed using the following instrumentation: 

• HPLC System: Waters Alliance HT separations module 2795 (Waters, Milford, MA, USA), which 

includes: 

o Quaternary solvent delivery system 

o Degasser 

o Auto-sampler 

o Column heater 

• Chromatographic Column: Waters Xterra MS-C8 (3.5 µm, 150 × 4.6 mm), which was chosen for its 

high selectivity and optimal separation of the target compounds. 

• Mass Spectrometry: A Quattro Micro triple quadrupole mass spectrometer (Waters-Micromass, UK) 

with electrospray ionization (ESI) in positive mode. Specific operational settings for ESOM and PAN 

detection are summarized below: 

o Capillary Voltage: 4 kV 

o Cone Voltage: 25 V 

o Extractor Voltage: 1 V 

o Source Temperature: 120°C 

o Desolvation Temperature: 400°C 

o Desolvation Gas Flow Rate: 1200 L/h 

o Cone Gas: Nitrogen 99.99% purity 

o Flow Rate: 150 L/h 

The MS/MS system was tuned for optimal transition ions for ESOM (346.1 > 198) and PAN (384.2 > 

200.1), and their respective dwell times were set for efficient detection. 

Sample Preparation 

Sample preparation involved several steps to ensure efficient extraction and avoid matrix effects. The 

preparation procedure for human plasma samples, including blank and spiked plasma, is outlined below. 

1. Spiking Plasma with Internal Standard: 

o 500 µL of blank human plasma was transferred into a 2 mL microcentrifuge tube. 

o 10 µL of Pantoprazole (internal standard, IS) stock solution (20 ppm) was added to the 

plasma sample to reach a final concentration of 400 ppb. 

2. Solid-Phase Extraction (SPE): 

o The spiked plasma samples were subjected to solid-phase extraction (SPE) using pre-

conditioned C18 columns (500 mg). Columns were conditioned with 1 mL of methanol 

followed by 1 mL of water before loading plasma samples. 

o After loading, the plasma was washed with 1 mL of water and 1 mL of 10% methanol to 

remove non-polar contaminants. 

o The analytes were eluted with 1 mL of methanol and evaporated to dryness under nitrogen 

at 40°C. 

3. Reconstitution: 

o The dried samples were reconstituted in 200 µL of mobile phase (0.2% formic acid in 

water:methanol 70:30), vortex-mixed for 30 seconds, and then transferred to HPLC vials for 

analysis. 

4. Blank and Calibration Standards: 

o Calibration standards were prepared by spiking blank plasma with known concentrations of 

ESOM ranging from 0.5 ppb to 2000 ppb. Pantoprazole (IS) was added at a fixed 

concentration of 400 ppb to all standards and sample preparations. 

 

Chromatographic Conditions 
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The mobile phase used for separation consisted of two components: (A) 0.2% formic acid in water and 

(B) methanol. The gradient program for the mobile phase was as follows: 

Time 

(min) 

% A (0.2% Formic 

Acid in Water) 

% B (Methanol) Flow Rate (mL/min) 

0.0 70% 30% 0.4 

1.0 60% 40% 0.4 

3.0 50% 50% 0.4 

5.0 40% 60% 0.4 

6.0 30% 70% 0.4 

7.0 70% 30% 0.4 

10.0 70% 30% 0.4 

The chromatographic separation was carried out at 40°C using a Waters Xterra MS-C8 column (3.5 

µm, 150 × 4.6 mm). The injection volume was 20 µL, and the retention times for ESOM and PAN were 

approximately 3.5 and 4.2 minutes, respectively. 

 

 

Mass Spectrometry Parameters 

Mass spectrometry detection was performed using the MS/MS mode. The ionization source was set to 

positive electrospray ionization (ESI+). The parameters for the ion source were optimized to achieve the best 

sensitivity and specificity for both ESOM and PAN: 

Parameter ESOM (m/z 346.1 > 198) PAN (m/z 384.2 > 200.1) 

Capillary Voltage 4 kV 4 kV 

Cone Voltage 25 V 25 V 

Desolvation Gas 

Flow 

1200 L/h 1200 L/h 

Desolvation 

Temperature 

400°C 400°C 

Source 

Temperature 

120°C 120°C 

Dwell Time 0.1 seconds 0.1 seconds 

 

Method Validation 

 

The method was validated according to the ICH M10 guidelines, covering parameters such as 

specificity, accuracy, precision, linearity, matrix effect, and stability. 

1. Specificity: 

o Specificity was assessed by comparing blank plasma, spiked plasma, and plasma from 

patient samples to ensure no interference from endogenous compounds or matrix effects. 

2. Linearity: 

o Calibration curves for ESOM and PAN were constructed using 6 calibration standards with 

concentrations ranging from 0.5 ppb to 2000 ppb. The correlation coefficient (r²) for each 

analyte exceeded 0.99, demonstrating excellent linearity. 

3. Accuracy and Precision: 

o Accuracy was assessed by comparing the measured concentrations of the analytes to the 

known concentrations in calibration standards, with a recovery rate of 90–110%. 

o Precision was evaluated by analyzing triplicate samples at three different concentrations: 

low (2 ppb), medium (500 ppb), and high (2000 ppb). The intra-day precision (%RSD) was 

< 10%, and inter-day precision was < 12%. 

4. Limit of Detection (LOD) and Limit of Quantification (LOQ): 

o The LOD was determined to be 0.2 ppb for both ESOM and PAN, and the LOQ was 0.5 ppb. 

5. Matrix Effects: 

o Matrix effects were evaluated by comparing the recovery of spiked plasma samples 

processed through SPE with that of solvent standards. No significant matrix effects were 

observed 
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Discussion 

 

The development and validation of an RP-HPLC–MS/MS method for the simultaneous determination of 

Esomeprazole (ESOM) and Pantoprazole (PAN) in human plasma represent a significant step forward in the 

analysis of proton pump inhibitors (PPIs) in clinical and pharmacokinetic settings. Given the critical role of 

these medications in treating acid-related gastrointestinal diseases, it is essential to develop a method that can 

reliably measure their plasma concentrations with high sensitivity, accuracy, and reproducibility. This study 

successfully established such a method, demonstrating its robust performance across a wide concentration 

range, with key validation parameters meeting the stringent requirements set forth by the International Council 

for Harmonisation (ICH) M10 guidelines. 

Method Validation and Sensitivity 

One of the most significant findings in this study is the high sensitivity of the developed method. The 

lower limit of quantification (LLOQ) of 500 ppt for ESOM ensures that even trace concentrations of the drug 

can be reliably detected. This level of sensitivity is particularly important in clinical pharmacokinetic studies, 

where accurate measurement of low plasma concentrations is essential for understanding the absorption, 

distribution, metabolism, and excretion (ADME) profiles of the drugs. Additionally, the method's linearity 

across a wide concentration range (0.5 to 2000 ppb) allows for accurate quantification over the entire 

therapeutic window, ensuring its versatility in both research and clinical monitoring contexts. 

The precision and accuracy of the method were thoroughly evaluated, with the results consistently 

falling within the acceptable limits of ICH M10 guidelines. The intra-day and inter-day precision, reflected by 

the %RSD values, were all below 15%, which indicates that the method is highly reproducible. This is a crucial 

attribute, particularly when the method is applied to multiple samples across different time points in clinical 

studies or routine therapeutic drug monitoring. Accuracy assessments, based on the recovery of spiked plasma 

samples, showed recovery rates of 90-110% for both ESOM and PAN, further supporting the reliability of the 

method. 

Specificity and Matrix Effects 

The specificity of the method was another key aspect of its validation. The absence of significant 

interference from matrix components in plasma samples ensures that the method can distinguish between the 

analytes and potential endogenous compounds, such as proteins, lipids, and other substances that may be 

present in the plasma. Matrix effects are a common challenge in bioanalytical methods, as they can cause ion 

suppression or enhancement, leading to inaccurate quantification. However, in this study, matrix effects were 

minimal, as confirmed by the consistent results obtained from spiked plasma samples compared to solvent 

standards. This finding further highlights the method's high specificity, which is essential for accurate drug 

quantification in complex biological matrices like plasma. 

Stability and Practical Application 

The stability of ESOM and PAN in plasma samples under various storage conditions is another 

important finding of this study. Stability studies showed that the analytes remained stable in plasma at different 

temperatures and storage durations, which is vital for ensuring reliable results when analyzing clinical 

samples that may be stored for extended periods. This stability, combined with the high sensitivity and 

specificity of the method, makes it suitable for large-scale clinical studies and long-term therapeutic drug 

monitoring. 

Furthermore, the application of this method to clinical samples provided reliable pharmacokinetic data, 

demonstrating the method's practical utility in real-world settings. By enabling the accurate measurement of 
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ESOM and PAN concentrations in plasma, the method can be used to assess pharmacokinetic parameters, 

such as half-life, clearance, and volume of distribution, which are essential for optimizing dosing regimens 

and improving patient outcomes. 

Comparison to Previous Methods 

Compared to other analytical methods reported in the literature for the quantification of PPIs, such as 

high-performance liquid chromatography (HPLC) coupled with ultraviolet (UV) detection or simple mass 

spectrometry (MS), the RP-HPLC–MS/MS method developed in this study offers superior sensitivity and 

specificity. Traditional HPLC-UV methods, while widely used, often suffer from lower sensitivity, especially 

for drugs present at low concentrations, and are prone to interference from the biological matrix (Zhou et al., 

2021). LC-MS/MS, on the other hand, provides higher sensitivity and selectivity due to the ability to detect 

specific ion transitions, as demonstrated by the excellent performance of the method for both ESOM and PAN. 

Additionally, the inclusion of an internal standard (Pantoprazole) in this method helped to correct for potential 

matrix effects and improve the accuracy of the measurements, which is not always implemented in simpler 

methods. 

Challenges and Limitations 

Despite the promising results, there are several challenges and limitations associated with this method. 

First, while the method is highly sensitive, it requires sophisticated instrumentation, including a quadrupole 

MS/MS system, which may not be available in all laboratories. This limits the accessibility of the method to 

research institutions and hospitals with advanced analytical capabilities. Additionally, the sample preparation 

step, involving solid-phase extraction (SPE), although necessary to remove matrix interference, may introduce 

some variability due to the potential loss of analytes during the extraction process. Future work could explore 

alternative extraction methods or automation techniques to streamline the process and minimize any 

variability. 

Another potential limitation is the need for method-specific validation for each clinical application, as 

variations in patient demographics, disease conditions, and drug formulations may affect the pharmacokinetic 

profile of the drugs. Therefore, while this method has been shown to work effectively in a clinical setting, 

further studies with larger, more diverse patient populations are needed to confirm its robustness in different 

scenarios. 

Future Directions 

Further studies are needed to extend the application of this method to a wider range of drugs, 

particularly those with similar pharmacokinetic properties. Developing a comprehensive platform capable of 

quantifying multiple drugs simultaneously in plasma could significantly improve therapeutic drug monitoring 

and polypharmacy management, especially in patients with complex treatment regimens. Additionally, 

exploring the use of alternative ionization techniques, such as atmospheric pressure chemical ionization 

(APCI), could provide insights into improving the method’s sensitivity and reducing ion suppression in 

challenging biological matrices. 

Moreover, the implementation of this RP-HPLC–MS/MS method in routine clinical practice would 

benefit from automation, particularly in terms of sample preparation and data analysis. The integration of 

liquid handling robotics and advanced software for data interpretation could enhance the throughput and 

efficiency of the method, making it even more practical for large-scale pharmacokinetic studies and therapeutic 

monitoring. 

 

 

Conclusion 

 

Conclusion 

In conclusion, this study successfully developed and validated a highly sensitive, specific, and 

reproducible RP-HPLC–MS/MS method for the simultaneous quantification of Esomeprazole (ESOM) and 

Pantoprazole (PAN) in human plasma. The method was rigorously validated according to the ICH M10 

guidelines, and the results consistently demonstrated its suitability for high-precision and high-sensitivity 

measurements of these two proton pump inhibitors (PPIs) across a broad concentration range. The lower limit 

of quantification (LLOQ) for ESOM at 500 ppt ensures that the method is capable of detecting even trace 

amounts of the drug, which is crucial for studies that require the analysis of pharmacokinetic profiles at low 

concentrations. This high level of sensitivity is particularly important in clinical pharmacokinetic studies, 
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where precise measurement of drug concentrations at low levels can provide critical insights into the 

absorption, distribution, metabolism, and elimination (ADME) of these compounds. 

The method’s robustness, demonstrated by its performance across different validation parameters, such 

as accuracy, precision, and specificity, highlights its potential for use in routine therapeutic drug monitoring 

and clinical pharmacokinetic profiling. The precision and accuracy of the method were confirmed by the fact 

that the %RSD values remained below 15% at all quality control levels, which is well within the accepted limits 

for bioanalytical methods. This finding not only validates the consistency of the results but also ensures that 

the method can be reliably used in large-scale studies or daily clinical practice, where repeatability and 

reproducibility are essential. 

A particularly important aspect of the method is its specificity. The absence of significant interference 

from the biological matrix ensures that ESOM and PAN can be accurately quantified, even in complex plasma 

samples. The minimal matrix effects observed in this study, as indicated by the high recovery rates of the 

analytes, further underscore the method’s high selectivity. This is a critical advantage over other methods, 

such as HPLC with UV detection, which are more prone to interference from plasma components and may 

result in less reliable results. 

Moreover, the stability of ESOM and PAN under various storage conditions ensures that plasma 

samples can be stored for extended periods without significant degradation of the analytes, further enhancing 

the method’s applicability for retrospective studies or long-term therapeutic monitoring. The successful 

application of this method to clinical samples further demonstrates its practicality and relevance in real-world 

settings. The method has already shown promise in providing valuable pharmacokinetic data, such as half-

life, clearance, and volume of distribution, which are essential for optimizing dosing regimens and improving 

the therapeutic outcomes of patients undergoing treatment with Esomeprazole and Pantoprazole. 

This method also holds potential for broader applications in the field of pharmaceutical analysis. The 

ability to simultaneously quantify two PPIs in human plasma opens up possibilities for future studies examining 

drug interactions, co-administration with other medications, and the impact of patient-specific factors (such 

as age, gender, and comorbidities) on drug pharmacokinetics. In particular, this could be highly beneficial in 

clinical settings where patients are prescribed multiple medications and accurate therapeutic monitoring is 

crucial to prevent adverse drug interactions and optimize therapeutic regimens. 

However, while the method demonstrates excellent performance and has the potential for widespread 

application, some limitations must be addressed in future research. The method’s reliance on sophisticated 

instrumentation, such as a quadrupole MS/MS system, means that it may not be accessible to all laboratories, 

particularly in settings with limited resources. Moreover, the sample preparation process, although essential 

to minimizing matrix effects, involves solid-phase extraction (SPE), which can introduce variability due to 

sample handling and loss of analytes during extraction. To address this, future studies could explore 

alternative, more efficient sample preparation techniques or automation to further streamline the process and 

reduce any potential sources of error. 

Additionally, although the method has been validated in a controlled clinical setting, its applicability 

across different patient populations remains to be fully explored. Variations in patient demographics, disease 

conditions, and drug formulations could potentially influence the pharmacokinetic profiles of Esomeprazole 

and Pantoprazole. Therefore, further validation studies involving diverse patient populations are necessary to 

ensure the method’s generalizability and robustness across different clinical contexts. 

The future directions for this research are abundant. One exciting avenue is the potential for method 

adaptation to simultaneously quantify other PPIs or related compounds in plasma. Given the structural 

similarities between PPIs and their common therapeutic uses, extending this method to analyze multiple drugs 

in a single run would provide even more utility in clinical pharmacokinetic studies and therapeutic drug 

monitoring. Additionally, further optimization of the MS/MS conditions, such as using different ionization 

techniques or exploring high-resolution mass spectrometry, could improve sensitivity and reduce ion 

suppression effects, enhancing the overall performance of the method. 

The integration of this RP-HPLC–MS/MS method into clinical practice could have far-reaching 

implications for the monitoring and optimization of PPI therapy. The ability to precisely measure plasma 

concentrations of Esomeprazole and Pantoprazole in real-time would enable clinicians to adjust treatment 

regimens based on pharmacokinetic data, thereby reducing the risk of suboptimal drug exposure, drug 

interactions, or side effects. This would not only enhance the safety and efficacy of these commonly prescribed 
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medications but also improve the quality of care provided to patients, particularly those with complex medical 

histories or who are taking multiple medications concurrently. 

In conclusion, the RP-HPLC–MS/MS method developed and validated in this study represents a 

significant advancement in the field of pharmaceutical analysis. It offers a highly sensitive, accurate, and 

reproducible means of quantifying Esomeprazole and Pantoprazole in human plasma, providing valuable 

pharmacokinetic data that can aid in optimizing therapeutic regimens for patients. Despite some challenges, 

including the need for advanced instrumentation and potential variability in sample preparation, this method 

has the potential to significantly impact clinical practice and contribute to the safe and effective use of PPIs in 

treating acid-related gastrointestinal disorders. With further optimization and widespread adoption, this 

method could play a key role in improving therapeutic drug monitoring and patient outcomes, ultimately 

advancing the field of pharmacokinetics and personalized medicine. 
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